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EDUCATION PSL University, Paris, 75006
ITI - MS Innovation , Entrepreneurship and innovation. 2018-2019.

Sorbonne University, Paris 2016-2017
Master 2 : Applied mathematics Thesis: ”A model of random mutualistic network.”.

Ecole Normale Supérieure, rue d’Ulm, Paris
Master 1 : Evolutionary biology and ecology 2013-2016
Bachelor in life-sciences

Lycée Saint-Louis, Paris 2011-2013
Classe préparatoire BCPST

SKILLS Languages: French (mother tongue), fluent English and debutant in Spanish.
Programming languages: Python, Bash, LATEX, nextflow.
Computing skills: docker, slurm, cloud-computing, GPU-computing, ML+image
processing usual libs (pytorch, openCV, PIL, sklearn...).

PROFESSIONAL
EXPERIENCE

PhD in BioInformatics - � -  CBIO - Mines-Paristech
December 2019 - December 2023 Paris, France

• Developed interpretability methods for Multiple Instance Learning architectures
to better understand phenotypic manifestations of HRD in breast cancers link to
paper.

• Developed GigaSSL , the first unsupervised learning algorithm at the whole-
slide scale (1 slide = 1 representation), where the representations are at least
as good as those from specialized algorithms across a wide range of downstream
tasks (paper 1, paper 2).

• Applied the previous algorithm in various data challenges: drivendata-Visiomel
(1st/542 public leaderboard - 3rd/542 private leaderboard, $5,000 cash prize),
kaggle-UBC-Ocean (2nd/1326 public leaderboard - 17th/1326 private leader-
board). A very simple linear model trained on GigaSSL slide representations
competed with complex MIL and ensembling models.

Achievements:

• 5 publications, 3 first authors, in biological journals and machine learning
venues.

• 1 patent.

• Prize-winning solution (5000$) at the VisioMel challenge. Link to the solu-
tion

Engineering internship CMM, Mines-Paristech
Jan - July 2019 Fontainebleau, France
Automatic counting of Melanocytes: In partnership with L’Oréal, I created an algo-
rithm for automatically counting melanocytes in microscopic images. This solution has
been integrated into the processing pipeline and is now utilized in regular research and
led to an article in a peer-reviewed journal.

https://twitter.com/trislaz
https://trislaz.github.io
https://drive.google.com/file/d/16VLpiMhV8CecNDiYf85nuo1kFdp9lQAF/view?usp=sharing
https://theses.hal.science/tel-04694319v1
https://drive.google.com/file/d/14Oqe85fIGDevRWF5WRY1IB2L6Tr49YMN/view?usp=sharing
https://doi.org/10.1016/j.xcrm.2022.100872
https://doi.org/10.1016/j.xcrm.2022.100872
https://arxiv.org/abs/2212.03273
https://www.biorxiv.org/content/10.1101/2023.12.04.569894v1.abstract
https://www.drivendata.org/competitions/148/visiomel-melanoma/leaderboard/
https://github.com/drivendataorg/visiomel-melanoma/tree/main/3rd%20Place
https://github.com/drivendataorg/visiomel-melanoma/tree/main/3rd%20Place


Research internship IBPS, Sorbonne university
Jan - August 2018 Paris, France
Large scale phylogenetic tree inference: Development of an algorithm for calculating
phylogenetic trees from genetic sequence data (-omics data). .
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INTERESTS Climbing, harmonica, poetry and litterature.


